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Introduction

Colletotrichum is a genus of fungal pathogens that wreak havoc on a wide range of crops, from tropical fruits to 

temperate vegetables. Understanding the characterisation of Colletotrichum species causingdisease is

essential for plant pathologists, agronomists, and growers seeking effective control measures. This article delves

into the taxonomy, morphology, genetics, host interactions, and practical implications of accurately identifying these

pathogens. By exploring the latest research and diagnostic tools, we aim to provide a comprehensive guide that

balances scientific depth with practical relevance.

Overview of Colletotrichum

Colletotrichum species are notorious for causing anthracnose, a disease that manifests as dark, sunken lesions on

fruits, leaves, stems, and seeds. The genus comprises over 200 recognized species, many of which are

host �specific, while others exhibit broad host ranges. Their ability to infect at various growth stages—seed, seedling,

vegetative, and reproductive—makes them a persistent threat to global agriculture.

Taxonomy and Species Diversity

Historical Classification

Initially classified based on morphological traits such as spore size and shape, the taxonomy of Colletotrichum has

evolved dramatically. The advent of molecular phylogenetics has refined species boundaries, revealing cryptic

species that were previously lumped together.

Modern Phylogenetic Framework

Current classification relies on multi �gene sequencing, including the internal transcribed spacer (ITS) region, ;"��GV ulin

(TUB2), actin (ACT), and glyceraldehyde �3 �phosphate dehydrogenase (GAPDH). These markers provide high

resolution for distinguishing closely related species and for constructing robust phylogenetic trees.

Key Species and Their Economic Impact

•  Colletotrichum gloeosporioides – A global pathogen affecting mango, papaya, and many other tropical fruits.

•  Colletotrichum acutatum – Known for causing anthracnose in strawberries and tomatoes.

•  Colletotrichum higginsianum – A model organism for studying plant �fungus interactions, primarily infecting 

Arabidopsis and cabbage.

•  Colletotrichum destructivum – Causes fruit rot in citrus and stone fruits.

•  Colletotrichum siamense – A significant threat to banana and other monocots.

Morphological Characterisation

Colony Morphology

When cultured on potato dextrose agar (PDA), Colletotrichum colonies typically exhibit a cottony texture with a pale

yellow to brownish coloration. Growth rate varies among species; some expand rapidly, while others are slower,

reflecting differences in aggressiveness.



Microscopic Features

Key diagnostic structures include conidia, which are often ellipsoidal to cylindrical with one to two septa.

Conidiogenous cells form acervuli—compact, cushion �like structures that produce conidia in a single layer. The

presence of a distinct sub �cuticular hyphal layer and the ability to produce appressoria—specialized infection

structures—are hallmark traits.

Limitations of Morphology

While morphology provides an initial clue, many Colletotrichum species share overlapping characteristics, leading

to misidentification. Consequently, morphological analysis is complemented by molecular techniques for reliable

identification.

Molecular Characterisation

DNA Extraction and PCR Amplification

High �quality genomic DNA is extracted from pure cultures or infected plant tissues. Polymerase chain reaction

(PCR) amplifies target genes using primers such as ITS1/ITS4 for the ITS region and Bt2a/Bt2b for ;"��GV ulin. The

amplified products are sequenced and compared against reference databases.

Phylogenetic Analysis

Sequence alignment is performed using tools like MAFFT or ClustalW, followed by tree construction through

maximum likelihood or Bayesian inference methods. Bootstrap values above 70% indicate robust support for

clades, aiding in species delineation.

High �Throughput Sequencing and Metagenomics

Next �generation sequencing (NGS) enables the detection of multiple Colletotrichum species within a single sample,

even when present at low abundance. Metagenomic approaches also uncover interactions with other microbial

communities, offering insights into disease epidemiology.

Host Range and Pathogenicity

Host Specificity

Some Colletotrichum species are highly specialized, infecting only a single host, while others exhibit broad host 

ranges. For example, C. gloeosporioides can infect over 70 plant species, whereas C. acutatumis predominantly

associated with strawberries.

Pathogenic Mechanisms

Infection begins with spore adhesion to the plant surface, followed by germination and penetration via appressoria.

The fungus secretes cell wall �degrading enzymes, such as polygalacturonases and cellulases, to breach host

defenses. Simultaneously, it delivers effectors that suppress plant immunity, facilitating colonization.

Environmental Factors Influencing Disease Severity

•  Temperature – Most Colletotrichum species thrive between 20–30 /°C.

•  Humidity – High relative humidity (>90%) accelerates spore germination.

•  Leaf Wetness – Extended periods of moisture promote infection.

Symptoms and Disease Cycle

Initial Lesions



Early symptoms manifest as small, water �soaked spots that darken to brown or black as the disease progresses.

Lesions may coalesce, leading to extensive tissue necrosis.

Fruit Rot

In fruit crops, anthracnose often results in soft, rotting flesh that compromises marketability. The rot may be

accompanied by a foul odor and the presence of fungal hyphae on the surface.

Reproduction and Spore Dissemination

After the host tissue decomposes, Colletotrichum produces conidia within acervuli. These spores are dispersed by

rain splash, wind, or mechanical means, facilitating the spread to healthy tissues.

Overwintering and Survival

Conidia and mycelial fragments can survive in crop debris, soil, and plant residues, acting as inoculum sources for

subsequent seasons.

Diagnostic Methods

Traditional Culturing Techniques

Isolation on selective media, such as carnation leaf agar (CLA), remains a cornerstone of pathogen detection. The

resulting colonies are examined microscopically for characteristic features.

Polymerase Chain Reaction (PCR) Assays

Species �specific primers enable rapid detection directly from plant tissue. Real �time PCR (qPCR) quantifies fungal

load, aiding in disease severity assessment.

Loop �mediated Isothermal Amplification (LAMP)

LAMP offers a field �deployable diagnostic tool, requiring only a heat block and minimal equipment. It provides

results within 30 minutes with high specificity.

Immunoassays

Enzyme �linked immunosorbent assays (ELISA) detect fungal antigens in infected tissues. While less common for

Colletotrichum, advances in monoclonal antibody production may enhance their utility.

Remote Sensing and Imaging

High �resolution imaging, coupled with machine �learning algorithms, can detect early disease symptoms on foliage

and fruit, enabling timely interventions.

Management Strategies

Host Resistance

Breeding programs focus on incorporating resistance genes (R genes) that target key effectors of Colletotrichum.

Marker �assisted selection accelerates the development of resistant cultivars.

Cultural Practices

•  Sanitation – Remove and destroy infected plant debris.

•  Crop Rotation – Avoid planting susceptible hosts consecutively.

•  Proper Spacing – Enhance airflow to reduce humidity.

•  Pruning – Reduce canopy density to minimize moisture retention.



Chemical Control

Fungicides such as azoxystrobin, strobilurins, and triazoles are effective against Colletotrichum. However,

resistance development necessitates judicious use and rotation of active ingredients.

Biological Control

Beneficial microbes like Bacillus subtilis and Trichoderma harzianumantagonize Colletotrichum by producing

antimicrobial compounds and competing for nutrients.

Integrated Disease Management (IDM)

Combining host resistance, cultural practices, chemical controls, and biological agents yields the most sustainable

outcomes. IDM also incorporates regular monitoring and early detection to limit disease spread.

Importance of Accurate Characterisation

Correct identification of Colletotrichum species is critical for several reasons:

1.  Targeted Fungicide Use – Different species exhibit varying sensitivities to fungicides; misidentification can 

lead to ineffective treatments.

2.  Breeding Program Effectiveness – Resistance breeding must target the specific pathogen prevalent in a 

region.

3.  Predicting Disease Epidemiology – Accurate species data inform risk assessments and forecasting models.

4.  Regulatory Compliance – Quarantine measures rely on precise pathogen identification to prevent spread.

Future Directions

Genomic and Transcriptomic Insights

Whole �genome sequencing of Colletotrichum isolates will uncover pathogenicity islands and effector repertoires,

guiding targeted breeding and control strategies.

CRISPR �Cas9 Gene Editing

Gene editing could disrupt essential virulence genes, potentially creating attenuated strains for vaccine

development or for studying host �pathogen interactions.

Advanced Diagnostic Platforms

Portable sequencing devices (e.g., Oxford Nanopore) and microfluidic qPCR chips promise rapid, on �site

identification, reducing the lag between infection detection and response.

Climate �Resilient Management

As climate change alters temperature and humidity patterns, understanding how these shifts affect Colletotrichum

life cycles will be pivotal for developing adaptive management practices.

Conclusion

The characterisation of Colletotrichum species causingdisease is a multifaceted endeavor that integrates

taxonomy, morphology, molecular biology, and practical agronomy. Accurate identification informs effective disease

management, from selecting resistant cultivars to deploying the right fungicides and cultural practices. As research

continues to unravel the genetic underpinnings of pathogenicity and as diagnostic technologies evolve, growers

and scientists will be better equipped to mitigate the economic impact of anthracnose worldwide. Continued

investment in integrated disease management, coupled with cutting �edge research, will ensure that crop production



remains resilient against these pervasive fungal pathogens.
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